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® CHROMagar
Candida

Bua Ha vauke Metpum
* Candida albicans
= 3eneHbin

 Candida tropicalis

=- [onybon meTannuk

* Candida krusei

= P030BbIli, BOPCUCTbIN

Onsa BoiaeneHnsa n audcepeHumnaumm Candida.

YyscTBUTENBLHOCTL/CneundmyHocTs 99%

[poxckeBble rpubbl ABNAKOTCA Haubonee BaXHbIMM NaToreHamu, 0CO6eHHO Ans
NaLMeHTOB C UMMYHOCYMPECCUEit: NoXunbix, a Takke GonmbHbix CMALom wu T1.4.
CHROMagar™ Candida no3sonsieT He TonbKo BbIpaLLuBaTh 1 ONpeaensitb APOXKU (Kak
TpaguLmoHHbIi arap Cabypo), HO 1 HemMeaNeHHO AudhepeHUMPoBaTL pasnuyHble
Bugbl Candida nuwe no okpacke konowuit. CHROMagar™ Candida nossonset
3eKTMBHO W NErKo OMpeaenuTb CMeLLaHHble KynbTypbl APOXKEN, @ B OTAENbHBIX
cryyasx - BUgbl, PE3UCTEHTHBIE K (OyHrMLAaM, HECMOTPS Ha UX Maryto MonynsLuio.

Koa npoaykra:
CA200: ynakoska 1 A
CA220: ynakoska 5 A

KnuHuyeckas mukpobuonorus

® CHROMagar
Staph aureus

Bua Ha vauke Metpu
» Staphylococcus aureus
= PosoBaTo-nunosbin

* [pyrve 6aktepun

= bBecuBeTHbIN, rony6ou
WY HeT pocTa

[ns BblaeneHus u npsimoro onpegereHusi
Staphylococcus aureus

YyecTBUTENBLHOCTL 95,5%/CneuncuyHocTtb 99,4

Staphylococcus aureus - camblii rmaBHbli NATOreH ANs KMHUK W UHAYCTPUM NMUTaHNS.
Ho3okomnanbHble MHMEKLNM, Bbi3BaHHbIe S. aureus, CO34aloT MOCTOSHHO
yBenuyuBatoweecss Yucno npobnem. MoaTomMy O4YeHb BaXHO CBOEBPEMEHHO U
[0CTOBEPHO ONpeaensTh S. aureus.

TpanuumoHHble cpedbl (hepMeHTaLnsi MaHHUTOMA) MOKa3biBaloT MHOTO MOXHO-
MONOXUTENbHBIX U NOXHO-0TpULaTeNbHbIX pesynsTatos. CHROMagar™ Staph aureus
o6nagaeT HenpeB30WAEHHON YYBCTBUTENbHOCTbIO M CNEUN(hUYHOCTBIO ANS

Koa npoaykra:
TA670: ynakoska 1 A
TA672: ynakoBka 5 A

onpeaeneHuna S. aureus B TeyeHue 24 yacos. 310 No3BoONSET M3bEXaTh 1CMONb30BaHNS
3a4acTyto BecnonesHblx kaTanasHbIX TECTOB, @ TaKKe TaTEKCHOM arrmoTMHauum Ha He-S.

® CHROMagar
Orientation

Bupg Ha yawke Metpu

* E. coli

= OT TEMHO-PO30BOrO 40
KpacHoBaToro

» Enterococcus

= [ony6oi, 6upto3oBbIf

* Proteus

= KopwuyHeBblIin opeon

* Klebsiella, Enterobacter
= [ony6oi meTannuk

aureus witammax.

Ons BblaeneHus U NpsiMoro onpegeneHnst
yponaTtoreHoB

YyecTBUTEeNnbHocThb 99,3% ans E. coli

I'naBHas 3aaa4a AaHHOM cpefbl - ONpeaeneHme NaToreHoB MOYEBbIX MPOTOKOB, TaKWX Kak
E. coli (konoHum oT TEMHO-PO30BOI0 10 KpacHoBaToro LeTa), Klebsiella (konoHum LpeTa
CUHMWIA MeTannuk), P. mirabilis (kopuiHeBble KomoHuu ¢ opeonom) u T. 4. OpHako,
CHROMagar™ Orientation umeet 6onee WMpPOKOE NpPUMEHEHUE B KayecTBe
nUTaTenbHOro arapa Ans M3onsLym1 Pa3nuyHbIX MUKpOOpraHuaMoB. B kauecTse npumepa,
CHROMagar™ Orientation MoxeT 1cnonb3oBaTbest Ans AuddepeHLmaLmi pasnuyHbIx
MMKPOOPraH13MoB B APYruX ovarax MHdekuun, Hanpumep B wpamax. CHROMagar™
Orientation Takke nonesHa, ecrnv €€ OAHOBPEMEHHO MCMOMb30BaTb C Pa3nuyHbIMMU

Koa NPOAYKTQ:  S. aureus aHTUBMOTVKaMM NPV ONPEAENEHNM PE3UCTEHTHOCTM K Pa3ninyHbIM MUKPOOPraHu3Mam.
RT410: ynakoska 1 A = 30/10TUCTbIN, MaTOBBIN,
RT412: ynakoska 5 A ManeHbK1n

« Citrobacter

= CWHUIA MeTanmnuK ¢ KpacHbIM
opeorsiom

« S.saprophyticus

= P030BbIi, MaTOBbIV, ManNeHbKUIA

[Ona BblaeneHnsa v onpeaeneHusa suaos Pseudomonas

® CHROMagar
Pseudomonas

Pseudomonas - 3T0 BHe3anHo NOSBASIOWMIACH ONMOPTYHUCTUYECKUIA NaTOreH,
MMeelWwmnn KIMHUYECKYI 3HAYMMOCTb MPU HO30KOMUATbHbLIX UH(EKLUSX.
Onuaemunornyeckine UCCneaoBaHus NokasblBaloT POCT PE3UCTEHTHOCTU AaHHOMO
OpraHu3ma K aHTUBMOTUKaM B KIMHYECKUX M3oNsiTax.

CHROMagar™ Pseudomonas aaeT BbICTpbIi W YACTbIN pesynbTaT Ans onpeaeneHus
Pseudomonas, 6naroaaps 4eTkoMy CitHe-3eneHoMy OKpaLL1BaHuio.

Bua Ha vawke Metpu

* Pseudomonas, eknto4as
P. aeruginosa

= CuHe-3eneHbIn

* [ipyrve MukpoopraHnambl
= bBecuBeTHbIN UNKn HeT pocTa

Koa npoaykra:
PS822: ynakoska 5 A

® CHROMagar
StrepB

Onsa BbiaeneHna n aud cepeHumaumm
Streptococcus agalactiae (CI'B)

Bwupa Ha vawke lMetpu
T « Streptococcus rpynnel b
= Jlunosbin
* [lpyrne myukpoopraHuambil
- becuBeTHbIl, ronybom
UNn HeT pocTa

Crpentokokk rpynnbl B (CI'B) cBsi3aH ¢ BO3HUKHOBEHUEM TsHKENeMMX HeoHaTanbHbIX
VHDEKUMIA, Takux Kak centuuemus u MeHWHrut. OBHapykeHWe BarnHanbHom
konoHusauun CIb y 6epemeHHbix - camas addekTMBHAs cTpaTterns ans
NpeAO0TBPALLEHNS HEOHATAbHbBIX MHEKLMIA.

CHROMagar StrepB - 3T0 MOLHBIA CKPUHUHIOBBIA WHCTPYMEHT, YyBCTBUTEMbHbINA 1
cneynduyHbIi, nossonsiowmin onpefensts CIE nocne 18-24 yacosoit aspobHoi
VHKy6aLum.

Koa npoaykra:
SB282: ynakoska 5 A



™
® CHROMagar Ons BbiaeneHus n auddepeHunaumm Staphylococcus
Bug Ha uawke MeTpy aureus, yCTOMYUBOro K METULIMNIIUHY (MIVRSA),
« Staphylococcus aureus (MRSA) BKnto4as MRSA ¢ HU3KUM ypOBHEM yCTOWUUBOCTH

ycmouqusbit kK MemuyunnuHy

0,
~ PO30BO-NUIOBbIN CneuundmyHocTb 1 YyBcTBUTEALHOCTL 100%

CHROMagar npoussen pesoniouyto B aToil obnactit B 2002 rofy, BbinycTuB
nepByK XpOMOreHHylo cpedy Ans ompepeneHus Staphylococcus aureus,

« Staphylococcus aureus (MSSA)

YyscmesumesibHbIl YYBCTBUTENbHOTO K MeTULMANMHY: CHROMagar™ MRSA. Vcnions3osariue 3T
k Memuyunnuy CPeqbl NPUBENO K HACTOIBKO 3HAYUTETEHOMY CHIDKEHMIO BDEMEHY [JOCTUKEHHS!
- Her pocta pes3ynbTaTa W YMeHbLUEHWIO 3arpysku naGopaTopuu, YTo MosiBUNACH
« Iipyrvie GakTepum BO3MOXHOCTb MOSTHOTO 1 MTOBCEMECTHOTO CKDUHHTA MALVIEHTOB.
Koa NPOAYKTQ: = [ony6ble, 6ecuBeTHbIE
MR500: ynakoska 1 A nnn HeT pocTa

MR502: ynakoska 5 A

MpoBan B GbICTPOM OBHAPYXEHWM PE3UCTEHTHBIX K aHTUOMOTMKAM rpam-OTpuLaTenbHbIX GakTepuii cnocobCTBOBAN WX HEKOHTPOMMpYeMoMy
pacnpocTpaHeHuto, a WHorga 1 k npoeany B neveHun. CHROMagar npefcraBnsieT cneuuanusmpoBaHHble go6asku k CHROMagar Orientation,
crneumanbHo paspaboTaHHble Ans onpeAeneHus rpam-oTpuuaTtenbHbIX GakTepuid, NOKasbiBalOWMUX PasfUyHbie BUAbl CHUXKEHHOW

)§ YyBCTBUTENIbHOCTHU KaHTUOMOTUKAM
o X s ™ ™
O x = CHROMagar o CHROMagar
¥ 08 ¥ ) KPC §
T s Onsa onpeneneHus 6akTepun Onsa onpepeneHusi 6aktepun,
% E l6 npoayLeHToB R-nakrama3s PEe3NCTEeHTHbIX K Kap60neHemaM
LLIMPOKOro cnekrpa
< lq_: Lg P P
I o < Bua Ha vauwke MeTtpu
[T - Bupa Ha vawke lMetpu * Carbapenem E. coli
E o T * ESBL E. coli = OT TEMHO-PO30BOr0 40 KPaCHOro
g 8- © = OT TEMHO-PO30BOro A0 KpacHOro - Carbapenem Kilebsiella
-— » ESBL Klebsiella, Enterobacter Citrobacter, Enterobacter
&9 T e — = CUHWI MeTannmk A TR = CuHWIA meTannuk
ESRT2: ynakoska 5 A « ESBL Proteus KPRT2: ynakoska 5 A

= KopuuHeBbI opeon

TM . .
e CH ROMagar Onsa BbisBneHus E. faecalis v E. faecium, pe3ncTeHTHbIX
VRE K BaHKoMuuuHy (Van A /Van B)
MprobpeTeHHas pes3ncTeHTHOCTb Kk Bawkomuuuhy y E.faecalis v E.faecium
Bupn Ha Yalike Metpu ) MOXeT MepeAaBaTbCs arpeccuBHbIM MmaToreHam. OeKTUBHOCTE Mep Mo
* VRE. faecalis /VRE. faecium  xonTponio 3a WHdeKLMeil, HaNpaBNeHHbIX HA NpefoTBpaljeHne eé
= P030BaTO-NMoBbIii pacnpocTpaHeHus, Bo MHOTOM 3aBUCKT OT BO3MOXHOCTY nabopuTopuy BbICTpo

« E. gallinarum / E. casselifavus ~ 06Hapyxutb VRE.
- CVHUI U HeT pocTa CHROMagar VRE fjaeT BO3MOXHOCTb 06Hapy:KeH!st naToreHHbIX MUKpoboB Mo

LIBETY KOMOHIM B TeYeHMe 24 4acos.
* [pyrve 6aktepun
= Hert pocrta

Koa npoaykra:
VR952: ynakoska 5 A

e CHROMagar™ [ns BobisiBnenus Acinetobacter

AC|net°baCter Acinetobacter - 310 opraHuam, obragawwuii CUNbHON XUBYYECTbIO Ha
OKpYXatoLLWX MOBEPXHOCTSX. Ero cnocobHoCTb momydaTb PE3nCTEHTHOCTL K
AHTUMUKPOBHLIM Mpenapatam cTana MPUYMHON MOBbILIEHHOTO BHUMAHMA K
Ho30oKoMManbHbIM MHDekyuam. B GonbHuue Acinetobacter baumanii,

Bupa Ha vawke Metpu HanpyMep, MOXET NonacTb B TeNno 60MbHOM0 Yepe3 OTKPLITLIE PaHbl, KATETEPSI,
« Acinetobacter spp MHTY6aLnoHHble Tpybku. Iiobolt adhdeKkTUBHBIA KOHTPOMb 3a WHCeKLMen
= KpacHblit [OMXKeH BkNtoyath B cebs HabmiogeHue 3a dekanbHbIM MaTepuanom.

CHROMagar™ Acinetobacter - 370 MHCTPYMEHT, paspaboTaHHbIli crieunansHo
[N TOT0, YTOBbI YCNELLHO NPOVTY AaHHbIV 3Tan, BbiABAS MHTEHCHBHbII POCT
KPaCHBIX KONIOHMIA.

Koa npoaykra:
AC092: ynakoska 5 A



® Rambach™

Koa npoaykra:
RR701: ynakoska 5 A

CHROMagar™

Koa npoaykra:
SA162: ynakoska 5 A

CHROMagar™

Bua Ha vauke MeTpu
» Salmonella
= KpacHbI

 PasnuyHble konudopmbl
= CvHU, hnoneToBuii

* Proteus, n npoyne

= becLBeTHbIN

Bua Ha vawke Metpu

» Salmonella (skntovas S. typhi,
S. paratyphi A n nakTo3o-
NONOXMUTENbHYIO carlbMOHENy)

= CupeHeBbIf
* E. coli

= becLBeTHbIN
* Konndopmbl
= CunHWUi

Listeria Method
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Koa npoaykra:

Boiaenenuve:
CHROMagar Listeria
LM851: ynakoska 1 A
LM852: ynakoska 5 A

MoaTBEPXAECHME:
CHROMagar Identifcation Listeria
LK970: ynakoska 250 mA

® CHROMagar™

Koa npoaykra:
EE220: ynakoska 1 A
EE222: ynakoska 5 A

CHROMagar™

N

%

Koa npoaykra
VB910: ynakoska 1 A
VB9?12: ynakoska 5 A

BbioeneHue

Bup Ha yawke lMeTpu
L. monocytogenes

= CUHWIA, OKPYXXHOCTb
OnameTpom meHee 3 MM
06blvHas, ¢ 6enbim
opeonom

= P0O30BbIli, OKPY>KHOCTb
¢ 6enbiM opeorioM

Bua Ha vawke Metpu
* E. coli 0157
= CupeHeBbI

« Opyrue 6aktepun
= CUHWIN, BecLBEeTHbIN Unn
HeT pocTa

= CrpeHeBbIN

= OT crHe-3eneHoro 4o
CUHe-6UPH30BOro

= BecLBeTHbIN

Ons BbisiBNeHUA U BblaeneHusa sngoB Salmonella
B KIIMHUYECKUX U NuLLEeBbIX o6pasuax

YyscTBUTENbLHOCTL 93,7%

O6bluHble cpefbl Ang obHapyxeHus CanbMOHenmnbl WUMEKT HU3KYI0
cneymduiHocTb. Paboyas Harpyaka Aist HeHyXHOI SKCnepTU3bl NOL03PUTENBHBIX
KONOHMIA HACTONbKO BbICOKA, YTO pearibHble MOMOXUTENbHbLIE KONOHUY
CanbMOHenbl 4acTo NponyckaloTcs B 06bI4HOM TECTUPOBAHMU.

Rambach Agar™ cnocoBeH oTcenBaTh GOMbLIMHCTBO FOKHO-MOMOXUTENbHBIX
pesynbTaTos. Tak kak Rambach Agar™ o6nagaeT BbICOKoi CeLMUIHOCTEIO:

(1) BbIABNSAETCA MEHbIUEE YUCIIO NOXHO-NONOXMTENBHBIX Pe3ynbTaToB,
TpeOyHoLWMX NPOBEPKY;

(2) HeT HeoGXoAMMOCTYM MCCNEeaoBaTL AECATKN NOA03PUTENBHBIX KONOHUIA
AN Kaxporo obpasua.

Onsa onpepneneHus u BbiaeneHus smaos Salmonella,
BKJTHOYAs UX JTAaKTO30MOJSIOXUTENbHbIE BUAbI
B NULIEBbIX o6pa3uax

YyecTBUTENLHOCTL 99%

MocnegHuit nepecmotp ISO 6579 no TecTupoBaHWio Ha CamnbMOHeNmbl - 370
pesynbTaT pacTylyeis CMEPTHOCTU OT NaKTO30-NOMNOXUTENbHbIX BUAOB
CanbMoHenn, BbleneHHbIX NPy CIyyasix NULLEBbIX OTPaBREHNA.

CHROMagar™ Salmonella Plus arap 6bin npeanoxe, kak COOTBETCTBYHOLMIA
Tpe6oBaHuam I1SO 6579 n obecneunsaiownit GuICTPy HArNAAHYI0
naeHTUdMKaLpio BuaoB CanbMOHeNna, BKoYast NakTo30-NoNoXMTENbHbIE BUAbI
Canbmonenn: S. typhyw S. paratyphi.

[Onsa onpeneneHus, BbigeneHus, nogcyerta
U noaTBepxaeHus Listeria monocytogenes ot gpyrux
6akTepun B NULLEBbLIX 06pa3suax

YyecTBUTENLHOCTL 100%

Listeria monocytogenes sIBNAKTCH NaToreHHbIMK BakTepusiMm1, KoTopble MoryT
BbI3BaTb CepbE3HOe MuLeBoe OTpaBreHne. Tak kak L. monocytogenes n L.
innocua MMeT ofMHaKOBble BUOXN-MUYECKNE CBOWCTBA, WX HEMb3s
AnddepeHLMpoBaTh C NOMOLLbI0 TPaANLMOHHBIX cpeA (Palcam arap unm Oxford
arap). Mpu ncnonbsosanmn CHROMagar™ Listeria, konownn Listeria
monocytogenes NPOSBASKOTCA CUHAMW U OKPYXeHbl Genbiv opeonom. MeTon
CHROMagar™ Listeria nossonsieT Takxe onpeaensTb oTpuuaTenbHble
obpasubl B TeyeHMe BCEro NUWb 2 AHel. OTOT MeToq anpobupoBaH U
opo6peH AFNOR.

MoaTBepxAeHNe MONOXMTENbHbIX 0OPa3LOB MOXHO MPOBECTU WU3BATUEM
MOA03PUTENLHOIM KOMOHUN HEMoCpeacTBeHHo M3 uHokynata CHROMagar™
Listeria 1 nepeHecennem eé 8 CHROMagar™ Identification Listeria. Peaynbtar
OyAeT BUAEH YXKe Yepes CyTK.

[na nadupartenbHoro BblaeneHnsa n audcepeHumanmm
E.coli 0157 B nuwie / KNMHM4YeCKUX obpasuax

YyecTBuUTensHoctb 98% ans E.coli 0157

[ins obHapyxenus E.coli 0157 kak npasuno ucronb3ywt arap MakKoHkn ¢
copbuTonom, obrafatolmii HEBbICOKON CMELMMNIHOCTBI0, W, KaK CreacTBue,
JaloLni NOXHO-NonoxXuTenbHble pesynbTathl (Proteus, E. hermanii v 1.4.)
3aTpyoHeHa 1M MHTepnpeTauust pesynbTaToB, T.K. KPOMe KpaCHbIX KONOHWN
naToreHHbIe MUKPOOPraH3mbl 06pa3ytoT 1 BECLIBETHBIE KOMOHUN.
Wenonbaosanine CHROMagar™ 0157 naeT BOSMOKHOCTb 6bICTPOr0 onpeaeneHus
E.coli 0157. NaToreHHble MUKPOObI 06Pa3yoT KONIOHMM CUPEHEBOTO LiBETa,
MpoYne MMKpPOOPraHu3mbl — CuHMe W BecLBETHble KomoHuu. CenexkTMBHOCTb
1IcCrefloBaHIS MOXHO NOBbICUTL 106aBMNEHNEM K CPEAE TENMypuTa Kanns.

V. parahaemolyticus, V. vulnificus n V. cholerae - natoreHHble 6aktepun, KoTopble
MOTYT BbI3BaTb CEpPbe3HOe OTPaBreHNe MOpenpoAyKToB. [ins 0BHapyXeHIs Takix
GakTepuit 0bbluHble MeToabl (TLPKC) 3atpatHbl No BpemeHw, TpebytoT GonbLuoi
3arpy3ku 1 He 04eHb YyBCTBUTENbHbI.

Hanpotue, cpena CHROMagar™ Vibrio nomoraet nerko anddepeHuuposaTh
kononuu V. parahaemolyticus, V. vulnificus v V. cholerae no uBeTy oT Apyrux
BWOPMOHOB HEMOCPEACTBEHHO Ha 3Tane BblAeneHns ¢ Gonee BbICOKOM
UYBCTBUTENBHOCTbIO, YEM Y 0BbIYHbIX METOAOB.

Buioongodinn seHHaumiawod||



* Opyrue rpam-otpuLaTeneHble
= becuBeTHbIN
* [pam-nonoxuTensHble
= Hert pocra
Koa npoaykra:

EC166: ynakoska 1 A
EC168: ynakoska 5 A

@ CHROMagar™
Liquid ECC

Bua Ha vauike lMetpu
* E. coli
= CuHun

* [ipyrue konudgopmbl
= [lypnypHbii

Koa npoaykra:
EL382: ynakoska 5 A

Cnucok nuTepaTtypsbl:

 Opyrue rpam-oTpulaTenbHble
= bBecupeTHbIN nnn HeT pocta

w BaKTepI/II/I E.coli aBnstoTcs 04eHb NonesHbIM MHOWKaTOpOM GbEKaJ'IbHOI'O 3arpsi3HeHNs B KOHTPOE rrneHbl NUTaHng. O6u4|/|e 00nyCTUMbIe HOPMbI B NLLE 006bI4YHO - OKOIO
s 50 KOE/r. Takum 06pa3om 04eHb BaXHO MX OBHapYXWTb 11 MPaBUbHO nocynTaTh. TpaanLMoHHble METOALI AN1g onpeaenenns E.coli YpesBbluailHo yTOMUTENbHbI 1
E— TpeOyIoT TSHKENOI aHANUTNYECKON 3arpy3Ki MO MHOMM KOMOHUSIM.
2
o [Onsa onpepneneHus un noacyeta E. coli [Onsa ogHOBpEeMeHHOro onpeaeneHnsa U nogcyera
T B obpasuax nuwm u BoAabl E. coli v ppyrux konudopm B o6pasuax nuLLmn unum
b BOAbI

™ ™
= ® CHROMagar e CHROMagar
7] E.coli ECC
()]
a' Bua Ha vawke Metpun Bup Ha vawke Metpu
S  E. coli * E. coli
: = CuHum = CuHun

* dpyrue konmdgopmebl
= CupeHeBbIN

* Opyrue 6aktepun
= bBecuBeTHbIN nnn HeT pocTa

Koa npoaykra:
EF320: ynakoska 1 A
EF322: ynakoska 5 A

[nsa ogHOBpeMeHHOro onpeperneHnUs U nogc4yera
E. coli v ppyrnx konndopMHbIX 6aKTepui
B obpasuax BoAbl

OT0 MHHOBALMOHHAs XPOMOreHHas KynbTypanbHas cpefia B (popme bynboHa
(6e3 arapa) no TexHoNorMu hunbTPALM BOAbI ANs PONUTLIBAHUS TaMMOHa.
Bbl MOXeTe B3ATb anuKBOTY ANS NPUrOTOBIEHUS TOYHOTO KONNYECTBA
6ynboHa, koTopoe Bam HyxHo. bnarofaps Takoi rmbkocti Bel MoxeTe
1136aBMTLCSA OT rOTOBBIX CPEZ Ha CkMazie U ronoBHoON 60mv o noBoAy
CTEYEHNS UX CPOKa FOBHOCTH, a Takke nprobpecTin yBepeHHOCTb B paboTe
BCerga co CBexen Cpefjon.

(1) Odds F.C. and Bernaets R. 1994. J. Clin. Microbiol. 32: 1923-1929.
(2) Gaillot et al. 2000. J. Clin. Microbiol. 38: 1587-1591.

(3) Merlino J. et al. 1996. J. Clin. Microbiol. 34: 1788-1793.

(4) Taguchi et al. 2004. J. Jap. Ass. Infec. Dis. Jan. 54-58.

(5) Gruenewald R. et al. 1991. J. Clin. Microbiol. 29: 2354-2356.

(6) de Beaumont C. et al. .2006. Poster, ECCMID meeting 2006

(7) AFNOR validation study, Coignard M. 2005. ref CHR-21/1-12/01.
(8) Bettelheim K.A. 1998. J. Appl. Microbiol. 85: 425-428.

(9) Angela Di Pinto Universita degli Studi di Bari Aldo Moro, Italy

Bo3moxHble ynakoBkmn CHROMagar™ -

EovHuua nsamepeHnst Hawemn ynakoBKkm - ﬂqu: T. €., He0bX0aMMOE KONMMYECTBO
cybCcTaHuMm Anst NpUroToBreHns 1 nuTpa cpeabl. .

i G lmgEr  Uhrlenimting
W3 ogHoro nutpa cpenbl MOXHO npurotoButb 50-60 Yallek MNeTtpu g e
5n

CTaHﬂ,apTH ble ynakoBKu

MpeumylecTBa palis
YnakoBka YnakoBka P ytiecn sl
cpepn B cyxon chopme: '
* [MBKOCTb UCMONb30BaHUA:
Tarke JOCTYMHbI MO 3anpocy Bbl ncrnornb3yeTte TOMNbKO TO KONMYECTBO, o s 2L
— i = n
— il e e

CHR{C) Magar

Y TERCES N iTERCETS KoTopoe Bam Heobxoammo.
* BbicTpoTa npuroToBNeHUs. . _
 BonbLuUoW cpok XxpaHeHus: oT 2 oo 3 ner. i




e CHROMagar™
mSuperCARBA™

Koa npoaykra:
SC172: ynakoeka 5 A

o CHROMagar™
MH Orientation

Koa npoaykra:
MH482: ynakoBka 5 A

e CHROMagar™
STEC

Koa npoaykra:
ST162: ynakoska 5 A

CHROMagar™

Koa npoaykra:
CD122: ynakoBka 5 A

CHROMagar™

Koa npoaykra:
YE492: ynakoska 5 A

Bua Ha vauwke lMeTtpu

* CPE E.coli

— OT TEMHO-PO30BOr0 40 KPacHOro
* CPE Konudopmsl

— MeTannuyeckne cuHue

* CPE Pseudomonas

— nonynpospavHble, +/-
ecTecTBeHHasi UrMeHTaums ot
KPEMOBOWA O 3eneHomn

* CPE Acinetobacter

— KpemoBble

 [Mpoyme rpam-otpuy. CPE

— BecLiBeTHble, ecTecTBeHHas
nurmeHTauus

« He-CPE E.colil Konndopmbl
— POCT UHrMBUpoBaH

« lpoyve rpam-oTpu., He-CPE
— pOCT NHrMbuposaH

« Mpam-nonoxwvrenbsHble

— pOCT UHrMbuposaH

Bua Ha vauke lMeTpum

Ecoli W ™ KESC

S.aureus %agmphyﬁms
s 0n
g ot
e*te

-
e » o
-

3a pononHuTenbHo Hbopmaumeit obpalyantecs
K PYKOBOZICTBY MO UCMOMNb30BAHMIO

Bua Ha vauwke lMeTtpu

* STEC E.coli — po3oBaTo-
nunosble

« Mpoune Enterobacteriacae
— 6eCL|BeTHbIe, CUHME Unn Het
pocta

* ['pam (+) — HeT pocTa

MpumeyaHne: dnoopecueHUMs nog
Y®-namnon (365 HM.):

STEC E.coli 0157 — Her,

STEC E.coli He-O157 — +/-

C.difficile — 6ecuBeTHble U
dnyopecuupytowine

BornblumHeTBO Ap. 6akTepuin —
pOCT MHrMBKUpoBaH

Mpumevanne: dnyopecueHums nog
Y®-namnoit (365 Hm)

MatoreHHble Y.enterocolitica
— PO30BaTO-NUOBbIE

Opyrve Yersinia spp.
— MeTannMyeckuii CUHUA UNn Het
pocta

Opyrve Enterobacteriacae
— MeTannMyecknuin CUHUA NN HeT
pocta

Ipam (+) GakTepun
— HeT pocTa

XpomoreHHas cpefa ons obHapyXeHus u
nsonsuum kapbaneHemasbI-NpoayLUPYHOLLUX
Enterobacteriaceae (CPE)

BonblmHCTBO KapbaneHemas (Bknioyas okca-48 1 T.M.) oBHapyxMBatoTCa nocne
NHKybaLum B TeueHue Houn. lMpepen obHapyxenus 10 KOE/mn. Beicokas
1361paTensbHOCTb W CneumurYHOCTb: NOAABMAETCS POCT He TOMbKO 6eTa-naktam
BOCMPUMMYMBBIX BaKTepHiA, HO 1 BomnbLUMHCTBO NpoAyLieHToB BJIPC nAmpC, uto
[AenaeT fiaHHy1o Cpealy O4eHb CneLynyHol ANs NPofyLieHToB kapbaneHemas.

Cpepa npeaHasHadyeHa Ans oBHapyxeHus u u3onauun kapbaneHem-pesncTeHTHbIX
Enterobacteriaceae (CRE) B HayuHbix nabopatopusix 1 noucka HOBbIX aHTUMMKPOGHBIX
areHToB, JENCTBIOWMX Ha HUX. LieHTp no koHTponto u npocdunaktuke 3abonesanuii CLLA:
«CRE kak npaBurio yCTO4MBbI KO BCeM B-NakTaMHbIM areHTam, kak i k GomnbLUMHCTBY ApyrvX
KnaccoB aHTUMUKPOGHbLIX npenapaToB. BapuaHTbl neyeHus AN nalueHToB,
MHULmpoBaHHbIX CRE ouyeHb orpaHinyeHbl. OTmeyeHbl Bemblwku CRE, cBsisaHHble ¢
OkasaHueM MeguuuHcKkon nomolum. MMaumenTbl ¢ konowusaumeit CRE, kak nomaraior,
SIBNSETCS UCTOYHUKOM Mepesiayi ux B MEANLIMHCKUX YYpexaeHnsiX. aeHTudukaLms takux
naLu1eHTOoB, KOMOHM3NPOBaHHbIX CRE, 1 cCBOEBPEMEHHaS X U30NALS, MOXET BbITb BaXHbIM
LUaroMm B peAoTBpaLLEHNM UX epeaadmy.

XpomoreHHas cpepa ana avddepeHumnaymm n
NpPsSIMOro TeCTMpoBaHUe YyBCTBUTENbHOCTH K
aHTMOMOTMKaM Ha Yaluke

CHROMagar™ MH Orientation — xpomoreHHblii arap Mionnepa-Xuntona. Mpoaykt Gbin
paspaboTaH C Lienblo yCKOpUTb MOMyYeHWe pesynbTata No BpemeHu, KOMOWHMPYS
XpOMOreHHyto AuddepeHUmaumio Buaa B obpasle M TeCT Ha BOCMPUMMYMBOCTb K
aHTbnoTnkam. Cpeaa no3sonsieT NoMny4nTb pesynbTaThl B TOT Xe fieHb B 0benx obnacTsix
(AndbdepeHLmaLmMs U YyBCTBUTENBHOCTb), HEMOCPEACTBEHHO B MEPBUYHON KynbType,
BOMPEeKV COMyTCTBYHOLLIMM TPaAMLMOHHBIM NPOTOKOMNaM, KOTOpbIe 3aHUMatoT 48 Yacos.
CHROMagar™ MH Orientation npumeHseTcsi raHbIM 06pasoM B ABYX Cry4asx: nepsblit —
naLyeHTbl C BEHTUNATOP-acCOLMMPOBAHHOI MHEBMOHMEN B OTAENEHUsX peaHumaumun 1
UHTeHcHBHOW Tepanuu (OPUT), koTopas siBNsieTCs OJHOW W3 Haubonee 4acTbix
BHYTPUBOMbHUYHBIX WHEEKLMA C BbICOKON 3a60NeBaemMoCTblo U CMEPTHOCTbIO, rae
COKpaLL@eT Mepuod 1 No3BONSET ONTUMU3MPOBATL SMNMPUYECKYI0 Tepanuio; BTOpo —
oblyve MHeEKLUMM MOYEBOro TpakTa, [nsi KOTOPbIX OBbIYHO Ha3HayaloT SMIMPUEcKyto
Tepanuio.

XpoMoreHHasi cpeaa AnsA oGHapyXKeHuUs
LIMra-ToKkcuH npogyuupytowen E.coli (STEC)

C kaxgbIM rofoM BO3pacTaeT Y1Cro NULLEBbIX MHAEKLM Bbi3BaHHbIX HE-O157 wura-TokeuH
npogyuypytoLmmiu E.coli (STEC). LienTp no koHTponto u npocounaktuke 3abonesanui CLUIA
(CDC) Taroke npeaynpexaaeT 0 BbICOKOM pucKe Takux MHeKLyit. Takium 06pa3om, M1poBble
W HaluMoHarnbHble perynupyioline opraHbl NpuU3biBalT NPOM3BOAMTENEN NMULLEBON
NPOMBILLNIEHHOCTU YCUMUTBL MEPbI MO KOHTPOIHO 3@ 3TUM areHToM. Halla xpoMoreHHast cpefia
co3faHa yTobbl 06nerynTb 3Ty 3agavy.

Cepotun M3onat YyBCTBUTENBHOCTb
0157 394/410 96%
026 152/155 98%
045 171 100%
0103 62/90 69%
o111 64/66 97%
0121 31/36 86%
0145 45/49 92%

Mo paHHbIM LleHTpa no koHTpomo u npodunaktuke 3abonesaHuii CLUA
(CDC), kotopbin 2013 1. onybnukoBan cnucok u3 18 Hanbonee OCTpbIX
npo6nem — Ha nepsom MecTe Clostridium difficile (C.difficile)!

C. difficile — BaxHeliLIas NpuyvHa HO30KOMManbHOW Avapen y B3poCnblxX
naumeHToB. OTa MHeEKUMUs Bce valle perucTpupyetcsl y nauueHToB,
NPOXOASLUMX Tepanuio aHTUBMOTUKaMMU U BbI3bIBAET BCE HapacTaloLlyto
06ecneKkoeHHOCTb B CBA3M C NOSIBNIEHNEM BbICOKOTOKCUTEHHbIX LUTAMMOB.

Xota MUP ctan Begywum metomom obHapyxeHusa C. difficile,
KynbTUBMPOBaHWE WCMONb3yeTcs ANS TUNUPOBAHWUS LWITAaMMOB U
TecTUpoBaHUa aHTUbnotukodyscTeutenbHoctn. CHROMagar C.difficile —
HoBasi nyoporeHHas cpefa, YpesBblYaiHO YyBCTBUTENbHas U
cenekTMBHasi, cneumanbHo paspaboTaHHas Ans npocToro n 6eIcTPoro (24 4.)
KynbTMBMpOBaHusi n obHapyxeHnus C. difficile.

Cpeon npegctaButenen popa Yersinia, Hambonee pacnpocTpaHeHHbIM
nuweBbiM natoreHoM sBnsetca Yersinia enterocolitica. B psge crpaH
Y.enterocolitica npes3owna Shigella, Salmonella w Campylobacter kak
BO30yaMTenb OCTpbIX BakTepuanbHbIX racTpoaHTeputoB. EE cnocobHocTb
pacTu npu Temnepartypax, npu KOTOPbIX XPaHATLCSA NULLEBbIE NPOAYKTbI B
XOMOAWIIbHYKAX, Bbi3blBaeT 6orbLLY0 06€CNOKOEHHOCTb C TOUKU 3peHUs UX
6e3onacHocTn. JTa BakTepus valle nopaxaeT Monoblx nogen. Tem He
MeHee Nu1LLb HeMHorue wrammel Y.enterocolitica Bbi3biBatoT 3aboneBaHus y
YerioBeka.

BUHeaoTaLr2oun aldHhAeH



e CHROMagar™
Malassezia

Koa npoaykra:
MZ282: ynakoBKa 5 A

CHROMagar™
Campylobacter

Koa npoaykra:
CP572: ynakoBka 5 A

e CHROMagar™

Koa npoaykrta:
BC732: ynakoska 5 A

CHROMagar™

Koa npoaykra:
CS812: ynakoBka 5 A

Bup Ha yawke Metpu

« Malassezia furfur

— Bonblune, 6negHoO-po3oBbIE U
MOPLUMHUCTbIE

* [pyrue Buapl Malassezia
(Bkntoyas M. globosa v M. restricta)
— B OCHOBHOM OT PO30BbIX A0
HU1ONeToBbIX

¢ C.albicans — 3eneHble

« C.tropicalis — meTannuyeckue
CUHUe + po3oBaTo-

nmMnoBoe rano

¢ C.Krusei — po30Bble, HeYeTkMe
= [Opyrue Bnabl Apoxoken

— oT 6enoro 4o NMMOBOro

Bup Ha yawke Metpu

* Campylobacter coli

— KpacHble

* Campylobacter jejuni

— KpacHble
Campylobacter lari

— KpacHble

* [p. MUKpoOpraHnambl

— CUHVE U HeT pocTa

Bupa Ha vyawke Metpu

* pynna Bacillus cereus

— CUHWMe ¢ Genbim rano

* Ipyrve Bacillus

— CUHWe, 6ecLBETHbIe UK HeT
pocta

* pam (-) GakTepun

— HeT pocTa

= [ApoXoku 1 nnecHesble rpubbl
— HeT pocTta

E. sakazakii (Cronobacter spp.)
— OT 3eMeHbIX 40 CUHMX
Opyrue Mpam (-) 6akTepun
— HeT pocTa, bec, cBeTno-
droneToBble 1 NPo3pavHble
I'pam (+) Baktepun
— HeT pocTa

XpomoreHHasi cpeaa ans o6HapyXeHust
Malassezia spp.

CneundmyHoCTb M YyBCcTBUTENBbHOCTL K Malassezia furfur
npubnuxaetcs k 100% (Kaneko et al. 2007).

Malassezia — rpu6ok, KoTopblit YaCTO MOXHO OBHaPYXUTb HA KOXeE MHOTUX MITEKONUTAIOLLMX
1 YenoBeka. B HopmarnbHbIX YCOBUSX 3TOT MUKPOOPraHiaM He Bbl3bIBaeT MHGEKLIMIA, HO kak
TOMbKO Cpefa Ha koxe MeHsieTcsi, Buabl Malassezia MOryT Bbi3biBaTb TakMe KOXHble
3aboneBanusi, kak oCTPbIN AepMaTuT, OTUT U Ap.

XpomoreHHas cpefa onsa obHapyXxeHus
Campylobacter

CoortseTctByeT Hopmam ISO 10272-1: 2006.

«Campylobacter — oCHOBHasi NMpuuMHa [uapeu MULLEBOTO NPOVUCXOXAEHNs W Haubonee
pacnpocTpaHeHHas 13 BCex GakTepuii B Mupe, KOTOpble BbI3bIBAKT racTPO3HTEPUTHI. B
pasBUTLIX M PA3BUBAIOLLMXCS CTPAHAX OHa SABMSETCS MPUYMHON ANapeu fake Yalle, Yem
Salmonella. Bbicokass yactota Auapeu, Bbi3BaHHoW Campylobacter, a Takxe ee
NPOAOIKMTENBHOCTb 1 BO3MOXHbIE OCTIOXHEHMS, AeNatoT 3Ty Npobnemy BecbMa BaxHOM C
coLMarnbHO-3KOHOMUYECKON TOUKW 3peHUs. B pasBuBatoLLMXCS CTpaHaXx, Anapes BblaBaHHas
Campylobactery feTeit 0 ABYX NET 0CO6EHHO YaCTO CONPOBOXAAETCS CMEPTHI0. »
Bbinepixka 13 gokymenta BO3
(WHO — fact sheet Ne255)

XpomoreHHas cpefa Ansa o6HapyXeHus u noac4yeTta
Bacillus cereus

Bacillus cereus — cnopoobpasytoLas 6aktepus, NpoAyLMpYIoLLast TOKCUHbI, KOTOPYIO 4acTo
BblfENSIOT 13 06pa3LioB NOYBbI 1 MULLEBBIX 06Pa3LoB. EE TOKCUHbI NPUBOAST K ABYM TUNaM
3aboneBaHuit: OfIH TUN XapakTepuayeTcs auapeelt (AnuTeNbHbIN NHKYGaLMOHHBIA Nepuoa,
8-16 4acoB), a Apyroil — TOLLHOTOI 1 PBOTON (KOPOTKWI MHKYBALMOHHbI nepuop, 1-6 4acos).
dopma C KOPOTKMM MHKYGALMOHHBIM NEPUOAOM HacTo accoLumpoBaHa ¢ 6nioaamu 13 puca,
KOTOpble MOCNE MPUrOTOBMEHNS BblAEPKUBANUC MPU BbICOKOI TEMNEPATYpe HECKOMbKO
yacoB. dopMa C ANUTENbHBIM WHKYGALMOHHBIM NEPUPOOM Yallle accouumMpoBaHa ¢
Griofamm 13 0BOLLEN U Msica, KOTOPbIE XPaHSTbCS Nocre NpUroToBeHus. BakTeputo Takxe
BbIAEMNSANM U3 BbICYLLEHHbIX GOGOB 11 36PHOBBIX, @ TaKKe 13 CyXUX MPOAYKTOB, TakuX Kak
pasnuYHbIE CrieLm, CMECH NpUNpas v kapTodenb.

«Enterobacter sakazakii - rpam-oTpuLaTensHas cropoobpasytowas 6aktepus cemeiictsa
Enterobacteriaceae <......> YacTo BoBMeYeHa B pa3BuTie MEHWHTITA U 3HTEPUTA, 0COBEHHO
y AeTelt. B aoKymMeHTMpoBaHHbIX BCmbiLLkax oT 20% Ao 50% 3abonesLunx aetent ymupanu. Y
BbIKVMBLUMX NALMEHTOB HabMtoAANMUCh TsHKeNble NPOJOIIKUTENbHbIE OCTIOKHEHWS!, KOTOpble
MOryT MpWUBECTU B TOM YMCTe K HEBPOMOTAYECKUM pacTpoicTBam. Vicxon 3abonesaHus y
B3POCHbIX OKka3blBaeTcs Gonee nerkum.»
Bbinepxka 13 gokymenta BO3
(WHO MicrobialL Risk Assesment Feb-2007)

Cpeabl KynbTypanbHble
ANA Hay4HbIX MCCegoBaHUM NPOM3BOACTBA
«CHROMagar», ®paHuus

NopapobHocTn Ha Beb6-canTe: chromagar.ru

MprobpecTn NMobyo NPOAYKUMIO HaLlel KOMMNaHnM Bbl MOXETE, pa3MeCTUB 3aKa3 Yepes Halll

nHTepHeT-cant www.drgtech.ru, npucnas 3aka3 Ha Haw e-mail: zakaz@drgtech.ru,
no tenedgoHam: 8 (499) 277 07 20, 724 25 81, 724 26 36,
724 26 74, 724 27 31, 724 29 98 unu no dakcy: 8 (499) 724 29 49

BUHeaoTaLr2oun aldHhAeH



[MnoHep xpomoreHHbIX cpean ¢ 1979 roga!

MepBas xpomoreHHas cpepa (ans onpegenerHus E.coli) 6bina n3obpeTeHa n 3anaTteHToBaHa LOKTOPOM
Pambaxom A. B 1979 r. lNpe3eHTauns 3TOM cpedbl co3gana PeBOMUMI0 B MUKPOOMOMOrMYecKux
NCCNELOBaHNAX M MOCIY>KMNIa OCHOBOW ANS AaNbHENLLENO paclUMPEeHNs NEPEYHSI XPOMOTrEHHbIX CpPeL, Anst
06HapyXeHWs KI4YeBbIX MaTOreHoB, OOHApYXMBaeMblX B MPOAYKTaX MUTaHUS M MPU KIMHUYECKMX
nccnenoBannsax. NprMeHeHne XpOMOreHHbIX cpea Ans onpeneneHns 6akTepuin HEYKNOHHO HapaluMBaeT
000pOoThI, BHE 3aBUCUMOCTU OT BBEAEHUSA HOBbIX (OCHOBaHHbIX HA MOMIEKYNSIPHOM AMArHOCTUKE) METOAUK
nccrnegoBaHus.

® Kak pabotaloT XpoMoreHHble cpeabl?

370 OKpaluMBaHWe Pa3BMBAKOLLUMXCA GaKTEpPUAnbHbLIX KOMOHWIA B XapaKTepHble
TONbKO AN HUX LBeTa c uenbl Gonee nerkoi auvddepeHumaymm
MUKpoopraHnuamoB. [okTop Pambax paspaGoTan v 3anaTeHToBan crnocob
NPUMEHeHNs1 B MUKPOGUONOrMM METOAMKW, OCHOBAHHOW Ha WMCMOMb30BaHWUM
pacTBOPUMbIX GECLIBETHbLIX MOJEKYS (Ha3blBalOLLUMXCA XPOMOreHamu), KoTopble
coCcTOAT U3 cybecTpata M xpomodopa. Korga 6ecuBeTHbI XpoMoreH
pacuennseTcs (EepMEHTOM MCKOMOrO OopraHu3Ma, M BbiCBOGOXaaeTcs
XpOMOCHOp, KOTOPLIA B HECBA3AHHOM COCTOSIHUM OKPALLUMBAETCH XapaKTepHbIM
LIBETOM U OCaX[AaeTCcs M3-3a CHIDKEHUSI CMOCOBHOCTU pacTBopsAThes. Pesynbrar
nonyyaetcss OYeHb XapakTepHbIM U cneundPuyHbIM - 3TO LBEeToBas
AnddepeHLMaLmsa, YeTKo pasnuynumas HEBOOPYXEHHbIM rfas3om Mnpu
HOpPMarbHOM OCBELLIEHUN.

5 MNpnymH BbIOPATH
XpomoreHHble cpegbl CHROMagar™

Je]®) O
BbICTpbIN pesynsTaT B TedeHne 18-24 4 O
BceMupHO n3BecTHas nNpogyKums

Je]®)

30 net OnbiTa n Hoy-Xay

0O

HacblweHHoe XPOMOreHHoe oKpalumBaHue

ABTOpPM30BaHHbLIN AUCTPUOLIOTOP B Poccun:
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